become necessary, which could lead to the loss of its 'genuine' characteristics [5, 6] . However, starters 55 based on autochthonous microorganisms, which should be in equilibrium with endemic phages [7] and 56 adapted to the milk produced in the manufacturing area, should be able to establish themselves in the 57 cheese matrix better than commercial cultures [8] . They would also help ensure that the particular sensorial 58 properties of this cheese are not lost [9] .
59
The microbial characterization of food ecosystems is currently performed using an array of culture-60 independent molecular techniques [10] (these are faster, more reliable and cheaper than conventional 61 culturing techniques), followed by identification of the microorganisms by biochemical and physiological 62 tests. Denaturing gradient gel electrophoresis (DGGE) can be used to track changes in microbial 63 communities via sequence-specific separation of PCR-amplified fragments [11] . The technique has been 64 used to characterize the microbial diversity of many dairy environments [12] [13] [14] [15] [16] 21  22  23  24  25  26  27  28  29  30  31  32  33  34  35  36  37  38  39  40  41  42  43  44  45  46  47  48  49  50  51  52  53  54  55  56  57  58  59 153 pentosus or L. paraplantarum). In addition, an overall eight fungal bands were obtained that belonged to 154 five different species (Fig. 1B) ; three of these bands (bands m) belonged to Debaryomyces hansenii alone.
155
For the bacterial bands, the highest diversity was obtained in the curd sample (seven different bands) (line 1 156 in Figure 1A ). In contrast, the most fungal sequences (six bands) were observed at the end of ripening (lines 
Microbial counts

176
Counts of total mesophilic bacteria, lactococci and lactobacilli over manufacturing and ripening were 177 obtained via serial dilution of the samples and plating on appropriate media (Fig. 2) . Counts for all were 178 high in the milk (from 2.3×10 6 cfu/ml for lactobacilli to 1.9×10 7 cfu/ml for total mesophilic bacteria 
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